Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.006 Å; R factor = 0.036; wR factor = 0.088; data-to-parameter ratio = 14.1.
In the crystal structure of the title compound, [Ru 2 (C 14 H 17 O) 2 (CO) 4 ], each Ru I atom is connected to one end-on and two bridging carbonyl groups and one cyclopentadienyl ring. The two Ru atoms are connected into binuclear complexes via two bridging carbonyl groups, forming four-membered rings which are located on centres of inversion. The Ru-Ru distance of 2.7483 (11) Å corresponds to a single bond. The two carbonyl groups in these binuclear complexes are trans-oriented. 
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Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 1998 
Refinement
The H atoms were positioned with idealized geometry [C-H = 0.93 Å (0.96 Å for methy H atoms) and were refined using a riding model with U iso (H) =1.2U eq (C)] (1.5 for methyl H atoms).
Figures Fig. 1 . The structure of the title compound with labeling and displacement ellipsoids drawn at the 30% probability level (symmetry code: i=-x+1,-y,-z).
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